ERHEMAREICES

(RS

JLEXRZ 2 WEVZHE
#HE £ fRE

b b OEREHMER ICEE AR B2 R LT
WA 5 13 2 < OFHY - WAYERNIZ &K - T
R R AGH, OV TIZ 2 DBBENZEL T 5, B H
INE = UREHSGT S WA ORI K
B E 5 2 5 BYWHE (Dietary fiber, DF)
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D ENERBEREIR T (v 4 7034 F — 4 - &
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FRIE. HFER O WLE N IBEERE. iz
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ThsHrZerBELDE. ZOWMEMTED R
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2.7UINFT1 U R - BYiEH# -
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T 3 WENMER Z o Ak IC & > TIEMAC
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ZD0. % < ODNDFCsDREEHS Z &1k
D, ZN6EMACs& LT ADMEIREEIZ IS
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Bacteroides|E R BV s WS KA b, %
D, Mollicutesffil[Ki. Verrucomicrobial™i.
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SCFAs % B3 % PrevotellaX° Xylanibacter &5
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5D ENNE 57z, £72. Bacteroidetesf*]H T
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HT MACs!Z. AR 5 D HERR & BRE % 251k
BRI AAGKT(EYV 2L —4)D—D
Th %, MACsIZIHEPAMIE O F 2 = 3L F —
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